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MALDL / Proteomics SERVICESE

CELL PRQILEIN ANBWNA | CORE FACILITIES
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MALDI / Proteomic Services

Cell, Protein and DNA Core Facilities Hyuk-Kyu Seoh

Lab / Office: PSC 537 / 521
Tel: 404-413-5379

About MALDI Services
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Replication
(Transcription] Reve‘rsc'e
‘ transcription
RNA .l.l.ll--’.
Replication I

(Translation)

M Polypeptide

Information in nucleic acid can be perpetuated or transferred, but the transfer of information
into a polypeptide is irreversible.
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PROKARYOTE EUKARYOTE VIRUS
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